. Open reading frames and corresponding proteins information based on NCBI non-redundant protein (Nr) a The numbers indicate the orfs that can be annotated to Kyoto Encyclopedia of Genes and Genomes (KEGG) pathways out of total orfs (Table S3 ). b The orfs that can be annotated to known pathways in KEGG pathway database as shown in Table S3 . c, d
The full sets of cellulose synthase genes in the bcs2 and bcs1 operons, respectively. e Include the metabolic intermediates between glucose and glycerol or fructose and glycerol. f No annotation is available. g Although the results of Nr top hit and (or) Swissprot top hit cannot be obtained, the String tophit description can annotate the certain orfs to the corresponding proteins. 
